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Patentln version 3.2 
1 

585 
DNA 

Homo sapiens 



RECEIVED 

JIJN <• 2 ?003 

TC ^ CENTER 1600/2900 



<220> 

<221> CDS 

<222> (112) . . (585) 

<400> 1 

ggcacgaggt tcctccccac tctgtctttc tcacctctcc ttcacttttc ctagcctcct 60 

caccaccatc tgatctatct tgttctcttc acaaaaggct ctgaagacat c atg aac 117 

Met Asn 
1 

cca caa egg gag gca gca ccc aaa tec tat get att cat aat tct rnr* U c 
Pro Gin Arg Glu Ala Ala Pro Lys Ser Tyr Ala He Arg Ts P sir Arg 
5 10 15 

cag atg gtg tgg gtc etg agt gga aat tct tta ata gea get cct ctt 213 
Gin Met Val Trp Val Leu Ser Gly Asn Ser Leu He Ala Ala Pro Leu 
20 25 30 

age cgc age att aag cct gte act ctt cat tta ata gee tgt aga gac 261 
Ser Arg Ser He Lys Pro Val Thr Leu His Leu He Ala Cys Arg Asp 

40 45 so 

?hr Glu Ph^ f C ^ ^ ggt aat atg gtt tac ct ^ ^ga ate 309 

Thr Glu Phe Ser Asp Lys Glu Lys Gly Asn Met Val Tyr Leu Gly lie 

55 60 65 



I 



aag gga aaa gat etc tgt etc ttc tgt gca gaa att cag ggc aag cc t 
Lys Gly Lys Asp Leu Cys Leu Phe Cys Ala Glu lie Gin Gly Lys Pro 

70 75 80 



357 



act ttg cag ctt aag gaa aaa aat ate atg gac ctg tat gtg gag aag 

Thr Leu Gin Leu Lys Glu Lys Asn lie Met Asp Leu Tyr Val Glu Lys 

85 90 95 

aaa gca cag aag ccc ttt etc ttt ttc cac aat aaa gaa ggc tec act 

Lys Ala Gin Lys Pro Phe Leu Phe Phe His Asn Lys Glu Gly Ser Thr 

100 105 110 

tct gtc ttt cag tea gtc tct tac cct ggc tgg ttc ata gec acc tec 

Ser Val Phe Gin Ser Val Ser Tyr Pro Gly Trp Phe lie Ala Thr Ser 
115 120 125 130 

acc aca tea gga cag ccc ate ttt etc acc aag gag aga ggc ata act 

Thr Thr Ser Gly Gin Pro lie Phe Leu Thr Lys Glu Arg Gly lie Thr 
135 140 145 

aat aac act aac ttc tac tta gat tct gtg gaa taa 

Asn Asn Thr Asn Phe Tyr Leu Asp Ser Val Glu 
150 155 



<210> 2 

<211> 157 

<212> PRT 

<213> Homo sapiens 

<400> 2 

Met Asn Pro Gin Arg Glu Ala Ala Pro Lys Ser Tyr Ala lie Arg Asp 
15 10 15 



405 



453 



501 



549 



585 



RECEIVED 

jUN 0 2 2003 

TECH CENTER 160012900 



Ser Arg Gin Met Val Trp Val Leu Ser Gly Asn Ser Leu lie Ala Ala 
20 25 30 



Pro Leu Ser Arg Ser lie Lys Pro Val Thr Leu His Leu lie Ala Cys 
35 40 45 



Arg Asp Thr Glu Phe Ser Asp Lys Glu Lys Gly Asn Met Val Tyr Leu 
50 55 60 



Gly lie Lys Gly Lys Asp Leu Cys Leu Phe Cys Ala Glu lie Gin Gly 

65 70 75 80 



Lys Pro Thr Leu Gin Leu Lys Glu Lys Asn lie Met Asp Leu Tyr Val 
85 90 95 



2 



Glu Lys Lys Ala Gin Lys Pro Phe Leu Phe Phe His Asn Lys Glu Gly 
100 105 110 



Ser Thr Ser Val Phe Gin Ser Val Ser Tyr Pro Gly Trp Phe lie Ala 
115 120 125 



Thr Ser Thr Thr Ser Gly Gin Pro lie Phe Leu Thr Lys Glu Arg Gly 
130 135 140 



lie Thr Asn Asn Thr Asn Phe Tyr Leu Asp Ser Val Glu 
145 150 155 



<210> 3 

<211> 8 

<212> PRT 
<213> 

<220> 

<223> FLAG 

<400> 3 

Asp Tyr Lys Asp Asp Asp Asp Lys 



<210> 4 
<211> 27 
<212> PRT 

<213> artificial sequence 
<220> 

<223> lung SPD leucine zipper peptide 
<400> 4 

Pro Asp Val Ala Ser Leu Arg Gin Gin Val Glu Ala Leu Gin Gly Gin 

15 10 15 



Val Gin His Leu Gin Ala Ala Phe Ser Gin Tyr 
20 25 



<210> 5 

<211> 33 

<212> PRT 

<213> artificial sequence 



<220> 

<223> leucine zipper 
<400> 5 



3 





Arg Met Lys Gin lie Glu Asp Lys lie Glu Glu lie Leu Ser Lys lie 

15 10 15 



Tyr His lie Glu Asn Glu lie Ala Arg lie Lys Lys Leu lie Gly Glu 
20 25 30 



Arg 



<210> 6 

<211> 30 

< 2 1 2 > DNA 

<213> Homo sapiens 

<400> 6 

acatcatgaa cccacaacgg gaggcagcac 30 



<210> 7 

<211> 28 

<212> DNA 

<213> Homo sapiens 



<210> 8 

<211> 30 

<212> DNA 

<213> Homo sapiens 

<400> 8 

ccaaatccta tgctattcgt gattctcgac 30 



<210> 9 

<211> 29 

<212> DNA 

<213> Homo sapiens 



<400> 7 

ctctatcctg gaaccagcca cccacagc 



28 



<400> 
ggattta 



9 

ttc cacagaatct aagtagaag 



29 



4 



